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GAETUERFIZ (Protein A+GIREEFEREE)

PE s P2 AR 3%
P2197S S8V IE R £ (Protein A+GI IR BB 1) 201K
P2197M S8 TIE R 77 £ (Protein A+GI IR BB ) 100K

EEOY
>

R RATFE KI5 2 U R FT £ (Protein A+GE lg %K 72:) (Immunoprecipitation Kit with Protein A+G Agarose Gel) & —ffiii it
iR E 2 Protein A+GEURFERUR, FCAH P B &R DA, 3T H &R A % Il sz Lt il Rl g . A=
b I RBETTIE =), UV T B R A e 8 A2 S 4o kil .

A\

AT G AL S = 2 Protein A+GIF IR FE I M 28 L AL 36 AIE 1) o S i e b BR 7], 8 S BE T UE (Immunoprecipitation, 1P,

W FRPull-down) sk G2 SL T U (Co-IP) S EG SE N faf 5. {F5E. @k, BaFrRtEdik, TZHTFHEMNEASEEAE DN
FPEVUE . e ILPTIE s afifbh 552560
> R UTTE R S L YTIE R W AU A R A 5 8 A AH ELAE A (Protein-Protein Interactions, PPIS)HH FSeIb A, 8 4 =
“h A PRI B (WProtein A/G AgaroseiiProtein A/GHERR), B E 248 F AR ICRE T EBUAR B A 0T (o B i 48 iz B
WEER), SR OB N o B LR A BUAR R A, R B AR B AR AEE S R Bk, B R AT DU T
Western B[ 725 o il 555 335 43 B 45 [1-2] .
> Protein A& —M % I T4 5 €47 % 3K 1 (Staphylococcus aureus) {4 i £ & [, 4> T ~42kDa; Protein Gj&CHIEiGH!
BEER T (Streptococcal bacteria) #iz [ S L Bk I 45 &4 8 . Protein AfiIProtein GINAEMIALL, BEATF S ME I S FLEY s 3R R

EEARLSLE

FI(Immunoglobulin, 19)45&, 256 BB A sk E H BIFclX, A THEHE RProtein A2 A AVH3Z % [ Fab X

ah,

imProtein Gt SFablX thf —ELi & . [N, PFXN T ARKREIRE VRN GRIA AR . &5 HEA KSR

Protein A . G5 EEHERER LA —2E 77 0

+
él:lé’

A T G e e A R 24 [3-4] o

> Protein A+GEJIEWE & IE & T %% UTUE BT Protein AT IR # #5E JI FlProtein Gy IR Hl 8 R S ] DL S8 U iE I pidd, B4
human IgG1l. 1gG2. 1gG3. 1gG4, mouse IgGl. IgG2a. 1gG2b. 1gG3, rat IgGl. 1gG2a. 1gG2b. 1gG2c, UL Jrabbit. goat
L2k, FERAEIE R KProtein A, Protein G. Protein A/GEREFERERL 5 N /ANR L KR WA Bk E [ 3
4 & RE ) AR Y S S & RE B LR .

> 77 ZHProtein AFIProtein G 5 22 0 3L 30 019G IFcm £ 5 M 45 &

Protein AFIProtein Gilideii&, XERE T 519G Feudh&
W51, AT AT AR 80 s g 4

> KRS

Species Ig Protein A | Protein G A+G Total Ig Protein A Protein G A+G
lgG1 ++++ ++++ ++++ Human ++++ ++++ ++++
1gG2 4+ ++++ ++++ Mouse +++ +++ +++
1gG3 - ++++ ++++ Rat +/- ++ ++
IgG4 ++++ ++++ ++++ Rabbit ++++ +++ ++++

Human
IgA ++ - ++ Goat - ++ ++
gD ++ - ++ Chicken = ¥ +
IgE ++ - ++ Cow ++ ++++ ++++
IgM ++ = ++ Guinea Pig i i T
19G; + ++++ ++++ Hamster + ++ ++
19G,, ++++ ++++ ++++ Horse ++ ++++ ++++

Mouse | 19G,, +++ +++ +++ Pig Tt Tt Tt
19G; ++ +++ +++ Sheep +/- ++ ++
IgM +/- - +/-
1gG, - + + ++++, Strong Binding

++~+++, Medium Binding
19G,, - ++++ +4+++ +, Weak Binding
Rat 19G; = ++ ++ +/-, Weak or No Binding
19G,. + ++ ++ -, No Binding
IgM +/- - +/-

4> F &4 3 h14kDaf122kDa. % E 4
FRMERIR T, LB 7460 I LAMT RS 8RR R 1%
A7 i BN Protein AFlIProtein G434 il if A% & 213/MgG 43«

+
SR

& = BB A Protein A+GI /I HEEER: . Normal Mouse IgG#TNormal Rabbit (IE# /N RIgGHT %lgG, 1E N BIPENTIE)



Ko A A ) 25 Fl 22 b tnLysis Buffer. TBS (10X). Protease Inhibitor Cocktail (100X). Acid Elution Buffer. Neutralization
Buffer. SDS-PAGE Sample Loading Buffer (2X)% e iiie N BRI, R iiical e Lyiie st mnf s, i, =i
AR GHAT R UTE RS H E L. Protein A+GIRIEHEBEIR A& MBe ik )5, IA—E BT YA, Protein A+GHT 5
PriRFeui R Rt 456, — 2 I RIE & J5 T iProteink A+GE IR BE BEIR-PL iR TR A1) (beads-Ab complex), SR 5 IIARE G, i
AT BEHUAAR IR Fab i 5 s L TR0 1T T B Protein. A+GEst IR W b - Ak -1t J5 % 7% 52 5 W) (beads-Ab-Ag complex). Pl i =44
DLEBR ARG GRIE A, SR)5 18RRI e i 7 B SDS-PAGE 2% il 55 75 16 IR IE B Bt I e i s & s 26 T )5
SEAaril o

Agarose gel
preparation Centrifugation Centrifugation

|
1)

Antibody J
preparation

Mix & Incubation
& Centrifugation

— 5 e
Sample

o Target protein Hldlelan

ig{]j'-& Antibody

%« Other substances Transfer

A Agarose gel

K1, 28 2 R A BT i 77 & (Protein A+GE g Bl I%:) (K e BEUTTE A I o

> AR &P HProtein A+G Agarose Gel (Bl Protein A+G Affinity Gel, ™14 AProtein A+GE gkt B Protein A+GEA
HEIR) AT LA S M 285 G A OGP, JE AT DA BB CHLAR S (R R A T B B8R B O B2 A W S B DTE BRANL 55 S .
HiEsfA: QO)%RER. BEASSERE. ARFE&RMEProtein A+G Agarose Gel Jy25%[K) 5tk i, HiProtein AR
Protein GI/IEFH B IZ L L LGRS TR, 2 T1Protein A+G agarose beads (JTIEY) S I H £)10mgft) 2 2f Protein AF11mg
[fJProtein G, FI45i&id25mg human IgG, HAFRMEN, FEfeRMEREQLESD. QWERSMEHZR, EMHHE. EIEF
TEOUT, A= i T AR R0 R AR BT [ FH 3-50K . an SR FH T S e L plie i 8 A S B A AR ELAE T, A A AR
.

> A& Protein A+GE i MR 1) = ZAR bR 0 T K

Characteristics Description

Product content 25% settled gel in proper buffer

Beads structure 4% cross-linked agarose
Average beads size 90pm

Coupled protein Recombinant Protein A and Protein G

M.W. of protein 14kDa Protein A and 22kDa Protein G
Ligand concentration 10mg Protein A and 1mg Protein G per ml settled gel

Binding capacity >25mg human 1gG per ml settled gel

Elution method Elution with acid, competing peptide or SDS-PAGE loading buffer

Application Suitable for IP, Co-IP, Protein purification
Storage -20°C

> FRFEREFHMHGEB . RIEIEE SR BREANSK . EYFIEE N B RS, AR &P e ik
W51, AFERRVEVS R AISDS-PAGE FAE M. GiA AN (SE S PE 2 K, 0 mT AT e 4 M 2 BGEAT e

> ARFIEIR AL Protein A+G Agarose Gel N25%#ERZ i, BAEAFUN BTN, =TIt &7H0.25mIZist i (iiEd). Xt
T HE IR e R DUE S0, $4HR A L0OpIRE A58 F 20pldt i 2 b i, A7) & /N 25P2197SHI AL 2 P2197M 43 31l 7] LLiE4T 20
YCRIL00UCFE S (1 G BE e, (RIS 43 3l P LAGEAT 4R 20 2K [ 1A 5% L PR B 38 DT

BRBE:
| eams | 7= 5 R | eE |
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P2197S-1 Lysis Buffer 50ml
P2197S-2 TBS (10X) 10ml
P2197S-3 Protease Inhibitor Cocktail (100X) 0.5ml
P2197S-4 Protein A+G Agarose Gel 0.4ml
P2197S-5 Normal Mouse IgG (Img/ml) 10ul
P2197S-6 Normal Rabbit 1gG (1mg/ml) 10ul
P2197S-7 Acid Elution Buffer 2ml
P2197S-8 Neutralization Buffer 0.2ml
P2197S-9 SDS-PAGE Sample Loading Buffer (2X) 0.6ml
_ LCARE )
P P AR 15
P2197M-1 Lysis Buffer 250ml
P2197M-2 TBS (10X) 30ml
P2197M-3 Protease Inhibitor Cocktail (100X) 2.5ml
P2197M-4 Protein A+G Agarose Gel 2ml
P2197M-5 Normal Mouse IgG (Img/ml) 50ul
P2197M-6 Normal Rabbit 1gG (1mg/ml) 50ul
P2197M-7 Acid Elution Buffer 10ml
P2197M-8 Neutralization Buffer Iml
P2197M-9 SDS-PAGE Sample Loading Buffer (2X) 3ml
— Y 14y

FEM:

-20°CHRAF, —HFEHRL.

BEEI:

W SR G e TUVE ) H (0 00 R B RRAAS B SRS, 75 B2 15 % AF L P Bl IR TG 00 11 77 R 25 Z IR A 751 R0 )l
20 75 R IR BRI 1) 77196 & WA (50X) (P1081/P1082) 1% Z. B AL B 11 7119k 441 (100X) (P1112/P1113).

AR G I AL ILysis Buffer& K I, &G 1R 215100 T [ % 5 T 0E B A5 L UTUE I (R b R AT S B2 ek . (HEH T
P VTHE B 2 FLUTTE B8 FRE S i B 2 M RN R, ASLysis Buffer s — 5 3& & BT A Fe B UTIERE S 2R S ek . 7048 AR
F AT AL Lysis BufferZU R RERIENL T, 752 E AT T 2R IBR PR BOEAT B AR R . R a2 SO SCiik B 47 e ) 2
RIS, SR = R e E LMW https://www.beyotime.com/support/lysis-buffer.htm.

Agarose Gelff gl — @ B4 Ea, BRI 780 Ba) 35 TR iR 5 5,

Agarose Gel#1750% H- it S A i JE 75, A Al 2 I TBS &3 2 I M Peii e 30k, L7 3 e H- ieh B 9 1 707 A 1 1
£/

FE S B UTUE I, G WU FH oAb & A ] 1) 15 55 | g G T il A 5] A3 R LU BRZUR BE I IE B 19G AR,  PAR T 22 bR ARARr v 45 5 5.
VB R B 5 R . A 57 A b 2 4 3% B Normal Mouse 1gGHINormal Rabbit 1gG, £ F 5K, A LT W3 = K #) AlgG
(A7001). 1l13£1gG (A7007). flgG (A7016). /MR 1gG (A7028). K9G (A7031). 3F'1gG (A7039) .

RS USEE JE BRI SE R A TAE, FERIAG & UE EACEIKTE, LARGE & (I M A s AR 1

WA B OARETE AR L E AR ANEY), 7T DU RS S 0.45um 1 S8 R I 38

AP AUR T N RRHERE A, AR TR EEgaYT, AMIHTEREZ R, AR TSEfEN.

N TR A FERE, 15 5 LI IR I — It T B

FARR:
EAE N
a BH TR, WU G A 100 BARIR AT L], & A SC L.

Steps Solution required Volume per assay
Lysis Buffer with Protease

Cell lysis and sample preparation Inhibitor Cocktail 100ul
Preparation of Agarose gel TBS ~1.5ml
Immunoprecipitation Agarose gel 20ul
R TBS 500ul each time

Ab complex (3 times)
Wash for beads-Ab-Ag complex (3 Lysis Buffer with Protease
times) Inhibitor Cocktail

500ul each time

- R/Beyotime  400-1683301/800-8283301 P2197 A#BEPTIERA & (Protein A+GERISBERERYE) 3/7
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Acid elution and neutralization Acid Elution Buffer 100l

(optional) Neutralization Buffer 10pl

SDS-PAGE _sample _loading buffer SDS-PAGE Sample Loading 200l
elution (optional) Buffer (2X)

b. &FMBIFIRFRPECH . =% L3k, % 4550-100/7 40 2 8 HI 100-200pl 2 30 1 77 2 AR B T 2224 LA K2 300-600pd 75 40 1
FUZLARH T Bedc R L], e i) 3 6 1) & #1712 - K Lysis Buffer5Protease Inhibitor Cocktail (100X)#%##100:1(%)
ELR A, B a07E1mIffiLysis Buffert i A 10ul Protease Inhibitor Cocktail (100X), RI451ml& #5527 7 (Lysis Buffer
with Protease Inhibitor Cocktail). e fill 27 i 25 4 1) 771 2 v B ik B 7R 0K TR B4°C o
L WA DTE M B I E B R B RS 2B, TR A I BRG] 7R 52 L AL B A ). HEREAE
FH 28 2 K (R B R B 1) 77V A A (50X) (P1081/P1082) Fl 2 Z Ak Bl 11 il 7711V 540 (100X) (P1112/P1113). 4N A5 45k e
K, AT R B LT IE L HNHI TR A Y): https://www.beyotime.com/support/lysis-inhibitor cocktail.htm.

2 ARG S Lysis Buffer NMUH TS 2%, WA T REMEEREDE, ERE R “TERFI” AR .

HE3: SN R AR IR, A EEEHRAFBREESE . WRARERFER, TUHAEZ RN EZME

Ff. BERREEAN 2 Z B AL BRSNSV A9 https://www.beyotime.com/support/lysis-inhibitor cocktail.htm.

c. TBSHIEEH]. K4TBS (LOX)HBAKKRBERLIX, BHTBS. filtniml TBS (L0X)MAOmIkELLA, &A1 G HTBS.

d. BRFRPEBRAR FUES . A Agarose Gelfifi f£1E 2 500% H i B CRA B, B DARE ZEAE IINFE S AT ek . DA e D iR .
(a) ##2 #H EProtein A+G Agarose Gel, & T RS S) FEER IR, 4% HEE ¥ RE 100pd I N 20k 75 351 51 (1 5 A Ak iy

TR (CA R S BE e 20 B8 b # LAAERE I N 205 Jis 2 i A 1), BXE & Protein A+G Agarose Gel £ — i1 2 O & i
(FTUB306/FTUBO065/FTUBO15), HHALX TBSZ H &R NL10.5ml. 3. fHH KFLAEM K (85 VT 85 23451 3K)
W H i e 2 LU T A o

(b) % E B Protein A+G Agarose Gel, 6000xg7E4°CES.0308), /NLEM B, AEWIER. EE ERSERIX.

() FIBHILE B R B R AT, FI1X TBSH & Protein A +G Agarose Gel.

e. (#ff) SDS-PAGE Sample Loading Buffer (LX)#JEcHl]. HU&E fSDS-PAGE Sample Loading Buffer (2X) FH 7K 45 (4 RS EP
JNSDS-PAGE Sample Loading Buffer (1X). fl410.2ml SDS-PAGE Sample Loading Buffer (2X)nA0.2mliEE4tK, JRAI)E
RIASDS-PAGE Sample Loading Buffer (1X).

2. HMERA LSRR IRMRIES . RO RS B RIEET 5 2R B e UTVE B I TUE ,  WUERANRESL B HEAT 5 SR S s, mT
PA-20°CER-80°CH A7, (HIRRIFI e S EEAMALAEM . BT A MRE S R AP IR B AE VKA B4°CHRAE, AR S &
FIRERE R PTREE . FEMERIF S, R — 2 2/E N InputiTotal, DAHT-J5 2L (1 Western &5 o il .

a. SVRYHH IR R AIAE S . 250-1000xg % I B -CoominiU AR A . WnAT A%, AT LABEFIPBSHES:— K, SRJE Wik B 1Y
Wk, B2 vortex i # 3 of B K LAE AN AR 50 BT . 4% I8 4£50-100 77 41 A0 A\ 100-200pl FrT EE A5 T N 23 400 i) 77 2R A AR o
BB REUE YT, DRSRMAE. RoRRENEA R NARITE. GRMREREE, @R m50-1007741
M, SRIGERMR. KEMMBEERETR S, T/ ERMEH T 2S5 M 7E o8, xS 5 MM
9y ForE#)E, 10,000-14,000xg7EAC B 003-550 8, B i, BURTHEAT 5 SR M s DU A e LTI 5 . T RS
SIS EAREEDR, EEONFEKNADNAY, B0 E ST ETEY .

b. WEEELNMIRE W MR RMERS . WBRESFRI. W 2, HIPBSHRLL—IK, SRJ5 Wk B AR . 14 B AE50-100 /7 41 g
(FH 4 T-6 LA —AFL) I N 100-200p F 75 $ 1 FrUZRAR R, 3 2 RAT, [ S A R 40 i 78 7 e floh o 0 o S A v A 5 )
WEL-2F0 )5, M v A . M B AR UK B2 R 2-10min. 784> 25, 10,000-14,000xg7E4CE £23-570 41, HX
i, BIRTEAT R S DT A A R T S . M R S IS BEANE R, FENEEZADNAS, BO)E
S AEDUEY

C. ZHENEREEEEREMOREMAEL . X TImIE R EIR, 20Xk B3E, ARG 0B, nfDMEHPBSHER—IK, K5
R B A . i vortex B BT B IR DASE AN R B BER B 2 BOT . I N100-2000d 2 HIHI AR, R vortex L i
HEIRLAIRS), UK F2#2-10min. WA EE AT SE 07 O 2L MR RICR, , 20 T RN B T DL 43 3 FH I B 1 (lysozyme) FH R BE T
(Iyticase) VAL, AR5 FRALE A & ik 71U 2RV EAT 4R . 78 4r %2R )5, 10,000-14,000xg7E4°CES023-570 %, BL L3, BIW]
BEAT J5 SR S B U M B L UT0E 55 . T SR TRE S B BRI, EEONENAIDNASE, BOEar
DT

d. AR RS .

(2) FEALBTYNRANNIRES o A RA SRS A SRR /N, A DORE AT BT .

(b) F M R 10-20 % or. 2H Z3{ 1 100-200p (147 L6 A5 i N 55 00 61) 550 8 A o Tt R 2R AN 7 4w DAASE FH B 22 1) 5% o0 o) 751 2 A
W, W R R AR R, AT DUIE b 2R

(c) FHBEFSIREREII, ol 38 = KA~ [ TissueMaster ™ - 0 41 2L % 4% (E6600) 2% TissueMaster ™ iy Ji 12 2 2 iF Ji%
1 (1.5/2mIx48) (E6618)HFEE, HZE 70 /0% M. T LT AL 4R WA R G TR B, BIFEE 780 Jo N N 2L 5 e 6 vk
1T5H%

(d) 7%, 10,000-14,000xg7EACES03-550 81, B biF, BIRTHEAT 5 80 s DT N S e 3L T0E 55 . F:20mgif A+
14975 BT I 2HL 23 FH 200l 25 400 i 770 8 i SRA JS AR A 1) L, LR VR 249 915-25mg/ml, A RPRES A [ ZH G
FiATE. e 2R RE S I/ EAEIEYI I, FEOEFADNAS, 052 ETEY) .

3. FifkEProtein A+G Agarose Gel 554 .

a. DUREIHER . TP A U0 B 4 AR RO AR LU TBSAR B H M, O S PTAR T ARV S0Ks 40 A I ) Bl 22 94K % 5-

417  P2197 AEEIIERAE(Protein A+GERAERERE) 400-1683301/800-8283301 Z = K/Beyotime
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50pg/mIfI ik TAEMR . BTk L& F o RTREM: A PP A0 1] 1 1E 5 \g G IC il AH [F) 56 8 LL B2 R B2 1Y) 1E %5 19G T4
W, UUH T ZBRAES R4 G BUE NI IR . Brig fh e AH R 0 IR 519G 248, 90 )5 82 4 5 UTUE i F B a2 /s B
1gG, NI7EA 5% a] L) TBSH B & I Normal Mouse IgGE;Normal Rabbit 1gGZ5 LA T FRAKTY 5B AE g 9 15 HE

b. BRI, KD ER1diE & U7 (fProtein A+G Agarose GelHFAT 250725, 6000xg7EA°CES 030>, /OB bih, AER
BIEERE . MAL00pFLAA TARMECIEH 19G AR, &G/ = iR ARG LRI §15080-1/0 0o 3. T DUE#E
e 1d I Protein A+G Agarose GelH Il N & EHUAR S IE# 1gGHETIN G -

c. ¥e¥&. HOA500ul TBS, HEProtein A+G Agarose Gel. VKR E THEK L5508, SR)56000xg7E4°C 2003080, /N 22Bk
i, AERBNEIR . BRI WY E, H TBSH &Protein A+G Agarose Gel.

4, YL (Immunoprecipitation, 1P).

a. ZRIERRMEE S TEM). LRI RLE S T IEH 1gGHIProtein A+G Agarose Gel5#E 514°CHE & 1/NM 5 550070 5,
IEREA TR SRS . ARSI IRI H 12 2R 5 IR 190G A R R S S IR E

b. #5544 T HEERIERE IgGHIProtein A+G Agarose Gel i85 . R AF100pI 5 FHAE SN\ 2058 i B b 7 B LB i\ 25
& T PURBE % 1gG FProtein A+G Agarose Gel, B TI#EREIKBURFEIR A1 L, IR E 2/ B4°CHF &§ i % .

e AT SR PR R 1gG S R i 2 TR 12/ BRACCHE B S, PRI 10-20pul B R gkt v U 9 7 1/

C. BLAE. WaETH)E, 6000xg7E4CEL30Fr, /N0 ERR b, AZEWRBE. W vTREM S LIEH, H TR %
PEUTVE IR -

d. Beg. MAOSMIE I FIR M, EEEK. KBIFE TRIR L5508, R/56000xgrE4°CHEL30F), /N ZR i,
ANEEMR BN o v T DL A B A5 21 (1 VAR R OD g0 K HI T /& TR BRI TE 4%, #7O0Dgo K T°0.05, LI 38 A ik

5. Beli. RIS EOMNESAK&EELIRER, W LUESEEW T 3F T —i AT 5.

a. BRMEBEMLEE. AT7ONARAR MR, HREPUE E Ak, VRIS 1S IR 2 AE DL T eI A E T, TR S
e
() FF20pJEAEEE i BB AR, I 100ul Acid Elution Buffer (FRIEVEMLTR), 1RAIG B TR REEHER AN E, =

FE 5Bl . BRIV AR FR — O B B 15 f5 o« VB W% E I ) AS Bk 155 8
(b) W HEEESS, 6000xgfE4°CEL30F), F LiFEB R M E L&Y, FErZIMA10pl Neutralization Buffer (HFF1i),
TR W AOLZIMA R ARIERST, A [ AT BT v 228 5 5 38— e B 1 R TR .
(€) N T HAF KPR, AT EZ DR @M(D), T FFES 5T
(d) Befi I A bR A R E LA EEWE TACH A, B -200CEL-80°CKIHIRAF -
VEL: BRVEVELE BAR R, AR AT BRI T 36 4 e i BUSDS-PAGE FFE 2 il B i .
VE2: HTH R I 2 e 0T R R 1 e JBE v (R 0 5 3R A — s s, SRR K 3 ) SR AR, AT R e I
WpHTE2.5-3. L2 [ 3E AT — & (VR A, AH L A R I pHAE B B 3T — e i, B TR 2 BT IR DG s i 2%
o AT DB R SR FH R AT e B 1y 1) 22 IR 58 4 B M V2 B3R UM B 51 1R SDS-PAGE _EREGZ MhiBRGE ik, 5 35 IR R 2 AE
AR S A N AT, PTRE SN S SR TR TS A R I SRR AR R
b. SDS-PAGE bBEMRBEMEE. AT A%k, B2 R i & 4 SDS-PAGE HL K BiWesternfa: il «
(2) FR20ulE UG EE R B ah AR, iInA20ul SDS-PAGE Sample Loading Buffer (2X), 95°CHn#5434t .
(b) 6000xg7E4°CEY = i £5.0:30F>, HX FiFRIAI H T-SDS-PAGE Hi ik B Western s il .
Ll JEHSDS-PAGES H FFFGZ MR & A DTTAE R, He i 45 2 8 VRS ol Hh 2 5 A DR i B2 A B
FE2: INRAEESE RN AT, B LI N\ 20pu] SDS-PAGE Sample Loading Buffer (2X) /& H4h 78 i & & 1)
SDS-PAGEZE 1 EHEZEMR(1X).

c. ZIRESVEBIE: WRBAMEAREED, FAE N ARSI AT B DTsE, W] A5 AH R 22 IR AT 55 4 ik
o ATTE NI M, PR, HEEE R B R R RAEYE T, (BT ek, LR PAFlaghs 2 A
H:

(@) 3X FlagZ Ryl mcH . HUE 83X FlagZ ik (P9801) 4 fi# T-TBSHY, A HL 4Kk % N 150pug/ml, BHEFE5mg/mIffI3X
FlagZ Jik 7% ¥ (P9801) £ 150pg/ml.

(b) BE20pl S AG B SR AARR, IA100pl 3X FlagZ IRBEBLE(150pg/ml), =i #8 K 75 30-6040 8,  El4°CHE IR H 1-2
AN R T R, PR KR A N R B R . 3X Flag 22 IR LR AR AR — MR e B 51

(c) WEEESG, 6000xgrE4°CE L30F), s HiEHBAH R OE . FIERUNTEB A Flaghi 2 & H .

(d) LeiiifIFlaghs %8 [ B T4°CHeH, 8L -200CEK-80°C K HH LR A7«

% Do) :
1. iR Bk 5B REER S G382
T H eI S iR 45 G A SPUIR M R SRIR & B 8 WA O, tndifk Br)& W2 5 Protein A GERA/GIVSER JTIRAK, W]
CLIE I 38 0 044 5 B B W S 1 0 5 B ) . 32 im0 TB S pHAEL(8-9) B PR 25 F 548 5 (25-100mM NaCl)=5 5 L3 moi f 77
2. TR B AR AR B A A B T B A R R YT = B A [ S 1 2
a. ZHELRAbFME&E, OB EETARSHERETIREG, EAIUE-PURE &Y, FHHProtein A, GELA/GHE R HEHEER:
HEREAY), XU R SHUR S G35, FH AR NN B SR e il iR s 1], AT 4 = U P2 ) B R S
Mo S8 A RMZ R LU0 TE Bl g 057 % FLyTvE WA Uk i

- R/Beyotime  400-1683301/800-8283301 P2197 A BEPTIERA & (Protein A+GERRSBERERYE) 5/7



b. 2% 4a, EHSE T IEW IgGHI BRI 5 R AFER T F . W LU SR AR b4 & . RIEE, AT BI7E

ARSI 1gGH 7, A5 HIMAPUARHTIE G, )5 BRI SRR R AT DU (10 S B DT
c. WEIEWIQGIEAPUARMIXTHE, AT LU E fo BETvE B B LT P M (K ks 7 ko
3. HEERME., RERBHRTE:

Problem

Possible Causes

Solution

Very few or no
target protein
exists in the
eluate.

Protein is not completely eluted.

Change elution methods.

No target protein expressed.

Make sure the protein of interest contains the target protein by
Western blot or dot blot analyses.

Very low protein expression
level.

1. Use larger volume of cell lysate.
2. Optimize expression conditions to raise the protein expression
level.

Washes are too stringent.

Reduce the time and number of washes.

Incubation times are inadequate.

Increase the incubation time.

Interfering substance is present in
sample.

Lysates containing high concentration of DTT, 2-mercaptoethanol,
or other reducing agents may destroy antibody function, and must
be avoided.

Detection system is inadequate.

If Western blot detection is used:

1. Check primary and secondary antibodies using proper controls to
confirm binding and reactivity.

2. Verify that the transfer was adequate by using prestained protein
marker or staining the membrane with Ponceau S.

3. Use fresh detection substrate or try a different detection system.

Background is
too high.

Proteins bind nonspecifically to
the antibody, insufficient washing
on agarose gel, or the
microcentrifuge tubes.

1. Pre-clear lysate with Mouse 1gG Agarose (P2265) or Rabbit 1gG
Agarose (P2267) to remove nonspecific binding proteins.

2. After suspending beads for the final wash, transfer entire sample
to a clean microcentrifuge tube before separation.

Washes are insufficient.

1. Increase the number of washes.

2. Prolong duration of the washes, incubating each wash for at least
15 minutes.

3. Increase the salt and/or detergent concentrations in the wash
solutions.

4. Centrifuge at lower speed to avoid nonspecific trapping of
denatured proteins.

Multiple protein
bands found in
the eluate.

The protein is not stable at room
temperature.

Purify the target protein at lower temperature, such as 4°C.

Protein degradation due to
proteases activity during
purification process.

Add protease inhibitors to cell lysate.

Non-specific binding.

1. Prepare cell lysate again.
2. Add additional wash steps.
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MX~am:
L kel LR 3
P2175S G2 PLIE IR &L (Protein AREERTE) 20-1007%
P2175M G PLIE IR £ (Protein ARETRTE) 100-5007%
P2177S S UTIE R T £ (Protein GREERIE) 20-1007%
P2177M 9% PLIE IR 5 S (Protein GREZRIE) 100-5007%
P2179S GV IE R £ (Protein A+GREEKIE) 20-1007%
P2179M G EDTIE R & (Protein A+GHREERIE) 100-5007%
P2181S Flaghr %% £ F S PTE T S (R 20-1007%
P2181M Flaghras 8 [ S5 DTUE a7 & (ML BRE) 100-5007%
P2183S Mychr %8 i H g% PTve alR G (HEERE) 20-1007%
P2183M Mychr%s 8 H S DT IE R & (R E) 100-5007%
P2185S HAbR S E A S B UTE ) & () 20-1007%
P2185M HAPRZ T [ e PTE 7 S (A BRI) 100-5007%
P2187S VEREE B [ S BEUTIE R & (R ER ) 20-1007%
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P2187M V5FREE H H s PTTE R S (AR ) 100-5007%
P2193S S BV IR B (Protein AT IR FHEEIR ) 209Kk
P2193M S B VT IE IR B (Protein AT IS FHEEIR ) 1007k
P2195S S8 TIE R £ (Protein GIR G L) 209Kk
P2195M S B VTIE IR T (Protein GIR G AL ITE) 1007k
P2197S S B TTIE IR £ (Protein A+GERIEERER ) 207Kk
P2197M Ha YT E R £ (Protein A+GE el k%) 1007
P2202S Flaghs 25 85 [ o 2 ive 377 6 (Bl i Wt Jie %) 209K
P2202M Flaghr &2 F S T iR TT & G e b Bt %) 1007k
P2204S Mychn2s B H 20T B TR 6 (B i A7) 207K
P2204M Mychr% 8 [ G 0% TTE R o (B N B et e ) 1007%
P2206S HAPFRZE & A e 2 Pl 7 S (B AR Bl i 1) 209Kk
P2206M HAPFRZE & A 2 DU R 7 & (B AR b e 1) 1007k
P2208S VSRS A S B T HE TR 6 (B e bt i) 209Kk
P2208M V5FRZE R A U E ) & G e RS E) 1007k

7 K/Beyotime  400-1683301/800-8283301

Version 2022.05.25

P2197 BB PTIE R & (Protein A+GIRISBIBREREE)  7/7



	 本试剂盒提供两种洗脱方法。根据抗体复合物中目的蛋白的结构、生物学功能及后续应用的要求等，本试剂盒提供两种洗脱方法，包括酸性溶液和SDS-PAGE上样缓冲液。如有相应的竞争性多肽，也可自行使用该竞争性多肽进行洗脱。
	 本试剂盒提供的Protein A+G Agarose Gel为25%凝胶悬浊液，包装体积为总体积，每毫升中含有0.25ml纯凝胶(沉淀物)。对于常规的免疫沉淀实验，按照每100μl样品使用20μl凝胶悬浊液，本试剂盒小包装P2197S和中包装P2197M分别可以进行20次和100次样品的免疫沉淀，同时分别可以进行4次和20次阴性对照的免疫沉淀。

